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Figure S2: Chi-squared analyses of erroneous mega- and microsporogenesis incl. meiotic cell division in natural and hybrid Ranunculus plants. a.) Bar graph depicting percentages of sporogenetic failures in R. cassubicifolius, polyploid F1 and F2 hybrids as well as in natural polyploid hybrids, showing no significant difference (X2 = 1.57, df = 1, p = 0.21). b.) Highly significant differences between di- and polyploid parent plants (X2 = 119.87, df = 1, p < 0.001), F1 hybrids (X2 = 8.42. df = 1, p = 0.01) and F2 hybrids were found (X2 = 43.32, df = 1, p < 0.001). c.) Comparison of megasporogenesis in di- and polyploid F2 hybrids revealed no significant difference (X2 = 0.37, df = 1, p = 0.54), whereas highly significantly more errors in microsporogenesis were found in polyploid F2 plants compared to diploid F2 individuals (X2 = 119.87, df = 1, p < 0.001). Overall, significantly more abnormal sporogenesis was observed in female than in male gamete development (X2 = 470.82, df = 1, p < 0.001).
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